Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.008 Å; R factor = 0.048; wR factor = 0.101; data-to-parameter ratio = 20.7.
Experimental
Crystal data [Mo(C 19 H 16 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.101 S = 1.01 11292 reflections 546 parameters H-atom parameters constrained Á max = 1.28 e Å À3 Á min = À1.11 e Å À3 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ).
D-HÁ Á ÁA D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA C29-H29CÁ Á ÁBr7 i 0.96 2.88 3.792 (6) 160
Symmetry code: (i) Àx þ 2; Ày; Àz. Table 3 C-HÁ Á Á interactions (Å , ).
Cg1 is the centroid of the C24-C29 ring and Cg2 is the centroid of the C14-C19 ring. Symmetry codes: (ii) x, 3 2 À y, À 1 2 + z; (iii) x, 3 2 À y, 1 2 + z.
Data collection: APEX2 (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: publCIF (Westrip, 2010) and PLATON (Spek, 2009). HK thanks PNU for financial support. MNT thanks the GC University of Sargodha, Pakistan, for research facilities.
attracted considerable attention due to its biological importance (Enemark et al., 2004; Holm et al., 1996) . This element is also applied in various catalytic oxidation reactions (Mancka & Plass, 2007) . In continuation of our work on the crystal structure of Schiff base ligands derived from different substituted salicylaldehyde and amine precursors and their complexes (Kargar & Kia, 2011; Kia & Fun, 2009) we determined the crystal structure of the title compound.
The asymmetric unit of the title compound, Fig. 1 , comprises two crystallographically independent molcules. For each molecule, the Mo VI atom is coordinated by two oxide O atoms and by two O and two N atoms of the tetradentate Schiff base ligand in a distorted octahedral environment. The dihedral angles between the phenyl rings in the molecules are 76.2 (3) and 77.7 (3)°. The bond lengths and angles are within the normal ranges and comparable to previously reported structures (Abbasi et al., 2008; Monadi et al., 2009) . The Mo1-N2 and Mo2-N3 bond lengths trans to the terminal oxido groups are significantly longer than the Mo1-N1 and Mo2-N4 bonds, a result attributed to the trans effect of the oxido group (Table 1 ). An interesting feature of the crystal structure are Br···Br contacts [Br3···Br3 iv = 3.4420 (17) Å, (iv) 1 -x, 2 -y, 1 -z; Br6···Br6 v = 3.5421 (17) Å, (v) -x, 2 -y, 1 -z; Br1···Br5 v = 3.6492 (10) Å, (vi) 1 -x, 1/2 + y, 1/2 -z], which are shorter than the sum of the van der Waals radius of Br atoms [3.70 Å] (Bondi, 1964) . The crystal structure is further stabilized by intermolecular C-H···Br and C-H···π interactions (Table 2, Fig. 2 ).
The title dioxidomolybdenum(VI) complex was prepared by mixing MoO 2 (acac) 2 with the ligand, bis(3,5-dibromosalicylidene)-2,2-dimethyl-1,3-propandiamine, in a 1:1 molar ratio using 50 ml of methanol as solvent, followed by refluxing the solution for 2 h. The small dark-yellow crystals that had formed were filtered off and recrystallized from acetonitrile.
Refinement
The H atoms were included in calculated positions and treated as riding atoms: C-H = 0.93, 0.97 and 0.96 Å for CH, CH 2 and CH 3 H atoms, respectively, with U iso (H) = kU eq (C), k = 1.2 for CH, CH 2 and 1.5 for CH 3 . The crystal is a nonmerohdral twin with a refined BASF ratio of 0.053 (1)/0.947 (1). The twin matrix, [1.002, 0.00, 0.006; 0.000, -1, 0.000; -0.667, 0.000, -1.002], was obtained by TWINROTMAT routine in PLATON (Spek, 2009). The highest peak (1.28 e Å -3 ), and deepest hole (-1.11 e Å -3 ), are located 1.00 Å and 0.89 Å from Br6, respectively. 
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 1.28 e Å −3 Δρ min = −1.11 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) N4-C31 1.471 (7) C1-C2 1.409 (7) C20-C21 1.386 (7) C1-C6 1.413 (7) C20-C25 1.405 (7) C2-C3 1.345 (7) C21-C22 1.381 (7) C3-C4 1.395 (8) C22-C23 1.363 (7) C3-H3 0.9300 C22-H22 0.9300 C4-C5 1.354 (8) C23-C24 1.361 (8) C5-C6 1.405 (7) C24-C25 1.387 (7) C5-H5 0.9300 C24-H24 0.9300 C6-C7 1.434 (8) C25-C26 1.455 (7) C7-H7 0.9300 C26-H26 0.9300 C8-C9 1.533 (8) C27-C28 1.516 (7) C8-H8A 0.9700 C27-H27A 0.9700 C8-H8B 0.9700 C27-H27B 0.9700 C9-C12 1.517 (7) C28-C30 1.523 (8) C9-C10 1.528 (8) C28-C31 1.537 (7) C9-C11 1.536 (7) C28-C29 1.541 (8) C10-H10A 0.9600 C29-H29A 0.9600 C10-H10B 0.9600 C29-H29B 0.9600 C10-H10C 0.9600 C29-H29C 0.9600 C11-H11A 0.9600 C30-H30A 0.9600 C11-H11B 0.9600 C30-H30B 0.9600 C11-H11C 0.9600 C30-H30C 0.9600 C12-H12A 0.9700 C31-H31A 0.9700 C12-H12B 0.9700 C31-H31B 0.9700 C13-C14 1.460 (7) C32-C33 1.432 (8) C13-H13 0.9300 C32-H32 0.9300 C14-C15 1.390 (7) C33-C38 1.410 (7) C14-C19 1.398 (7) C33-C34 1.411 (8) C15-C16 1.360 (8) C34-C35 1.366 (8) C15-H15 0.9300 C34-H34 0.9300 C16-C17 1.372 (7) C35-C36 1.382 (8) C17-C18 1.380 (7) C36-C37 1.367 (7) C17-H17 0.9300 C36-H36 0.9300 C18-C19 1.382 (7) C37-C38 1.404 (7) O4 (18) 
